Peptide Summary Report (D:\JPROS\LO15\a_4micro.wiff (sample number 1))

MATRIX
SCIENCE

n Mascot Search Results

User JPRCS

Emai | pro@bios.co.jp

Search title D: \ JPROS\ LO15\ a_4nicro.wi ff (sanple number 1)

Ms data file mas883. t np

Dat abase NCBI prot 20180429 (152462470 sequences; 55858910152 resi dues)

Taxonony Honp sapi ens (human) (327411 sequences)

Ti mest anp 12 Feb 2019 at 11:40:46 GMI

Protein hits EAL23816.1 arsenate resistance protein ARS2 [Honp sapiens]
NP_006112.3 keratin, type |l cytoskeletal 1 [Honp sapiens]
AFA52006.1 keratin 1 [Honp sapiens]
AAG24951.1 hypothetical protein, partial [Honp sapiens]
NP_005546. 2 keratin, type |l cytoskeletal 6B [Honp sapiens]
NP_000412. 3 keratin, type | cytoskeletal 10 [Honp sapi ens]
AACA1769.1 keratin type Il [Honp sapiens]
EAWB1347.1 hC&2040808, partial [Honp sapiens]

Mascot Score Histogram

Ions score is -10¥Log(P), where P is the probability that the observed match is a random event.
Individual ions scores > 39 indicate identity or extensive homology (p<0.05).
Protein scores are derived from ions scores as a non-probabilistic basis for ranking protein hits.
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1. EAL23816. 1 Mass: 90194 Score: 332 Mat ches: 23(11) Sequences: 19(10) enPAl: 0.54
arsenate resistance protein ARS2 [Honp sapi ens]
[] Check to include this hit in error tolerant search
Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que Peptide
M 193 438.7199 875. 4252 875.4786 -0.0534 0 53 0. 0037 1 U K. MLDAAVI K. M + Oxi dation (M
207 442.7292 883. 4438 883. 4875 -0.0437 0 20 6.8 1 U R NI APNI SR. A
v} 215 449.7670 897.5194 897.5647 -0.0453 0 32 0.43 1 U K. LTPLLSVR E
229 467.2271 932. 4396 932.5001 -0.0605 0 (15) 21 1 U R AEl | SLCK. R + Car bani donet hyl (C)
M 230 467.2344 932. 4542 932.5001 -0.0459 0 44 0.032 1 U R AEl I SLCK. R + Car bani donet hyl (C)
282 563.2571 1124.4997 1124.5826 -0.0828 0 (40) 0. 069 1 U R VALSEPQPER. R
283 563.2621 1124.5096 1124.5826 -0.0730 0 45 0.02 1 U R VALSEPQPER. R
290 580.7433 1159.4721 1159.5292 -0.0571 0 19 9.5 2 U R ECELSPGVNR D + Car bani donet hyl (C)
V]| 309 612.2798 1222.5451 1222.6194 -0.0743 0 52 0. 0039 1 U K. FVTSNTQEL&K. D
310 612.2919 1222.5693 1222.6194 -0.0500 0 (1) 5.4e+02 1 U K. FVTSNTQELCK. D
M 336 634.7363 1267.4581 1267.5245 -0.0664 0 14 18 1 U R. DLDAPDDVDFF. -
M 341 427.9006 1280.6799 1280.6837 -0.0038 1 24 2.2 1 U R. VALSEPQPERR. F
M 361 442.5431 1324.6076 1324.6775 -0.0699 0 13 31 1 U R | SHGEVLEWXK. T
M 369 673.2981 1344.5817 1344.6608 -0.0791 0 48 0.011 1 U K EICWNLONI R L+ Car bani donet hyl (C)
377 477.2144 1428.6213 1428.7143 -0.0930 1 32 0.32 1 U R LRECELSPGVNR. D + Car bani donmet hyl (C)
M 382 489.5541 1465.6405 1465.7413 -0.1008 1 40 0. 049 1 U K. FVTSNTQELGKDK. W
386 758.3333 1514.6521 1514.7405 -0.0885 0 56 0.0013 1 U K. EVAFFNNFLTDAK. R
M 418 868.4369 1734.8592 1734.9590 -0.0998 0 (66) 0.00015 1 R LGSI AEl DLGVPPPVWK. T
M 419 876.4309 1750.8472 1750.9539 -0.1067 0 70 5.7e-05 1 R LGSI AEI DLGVPPPVMK. T + Oxi dation (M
M 458 689.3106 2064.9098 2065.0215 -0.1117 1 72 2.4e-05 1 U K. EFLLSLDDSVDETEAVKR. Y
M 462 709.6216 2125.8429 2126.0015 -0.1585 0 49 0. 0036 1 U R. | LEQEEEEEQAGKPGEPSK. K
Vi) 471 564.5071 2253.9994 2254.0964 -0.0971 1 21 2.9 1 U R. | LEQEEEEEQAGKPGEPSKK. E
M 485 891.4247 2671.2524 2671.4221 -0.1697 0 28 0.53 1 U R TQLWASEPGTPPLPTSLPSQNPI LK. N
Proteins matching the sane set of peptides:
AAH69249. 1 Mass: 92136 Score: 332 Mat ches: 23(11) Sequences: 19(10)
SRRT protein, partial [Hono sapiens]
XP_016867779.1 Mass: 89933 Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nol ecul e honol og i sof orm X6 [Honp sapi ens]
XP_016867780. 1 Mass: 89804 Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nolecul e honol og isof orm X7 [Honmp sapi ens]
BAG64018. 1 Mass: 96183 Score: 332 Mat ches: 23(11) Sequences: 19(10)
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unnamed protein product [Honp sapiens]

AAMD0189. 1 Mass:

arseni te-resist
NP_056992. 4

89131

Score: 332

ant protein ASR2 [Honp sapi ens]

Mass:

100604

Score: 332

Mat ches: 23(11)

Mat ches: 23(11)

serrate RNA effector nol ecul e honol og i soforma [Honp sapi ens]

EAW6466. 1 Mass:

101504

Score: 332

ARS2 protein, isoformCRA b [Honpo sapiens]

Mat ches: 23(11)

Sequences: 19(10)
Sequences: 19(10)

Sequences: 19(10)

2/9 R—T

NP_001122324. 1 Mass: 100475 Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nol ecul e honol og i soformc [Hono sapi ens]
NP_001122325. 1 Mass: 100214 Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nol ecul e honol og i soformd [Honp sapi ens]
NP_001122326. 1 Mass: 100085  Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nol ecul e honmol og i soforme [Honp sapi ens]
XP_005250462. 1 Mass: 101333 Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nol ecul e honol og i sof orm X2 [Honp sapi ens]
XP_005250463. 1 Mass: 101204 Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nolecul e honol og isof orm X3 [Honp sapi ens]
XP_005250464. 1 Mass: 100942 Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nol ecul e honmol og i sof orm X4 [Honp sapi ens]
XP_005250465. 1 Mass: 100813  Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nol ecul e honol og i sof orm X5 [ Honp sapi ens]
XP_024302561. 1 Mass: 104027 Score: 332 Mat ches: 23(11) Sequences: 19(10)
serrate RNA effector nol ecul e honol og i soform X1 [Honp sapi ens]
2. NP_006112. 3 Mass: 65999 Score: 196 Mat ches: 9(6) Sequences: 9(6) enPAl: 0.38

keratin, type |

Query Observed
244 487.2494
272 533.2394
292 590.2770
334 633.2892
352 651.8171
370 679.2872
372 692. 3156
376 465.2235
383 738.3452

KRN RRKRE

| cytoskel etal
[] Check to include this hit

M (expt)
4842 972.
4642 1064.
5394 1178.
5639 1264.
6197 1301.
5599 1356.

972.
1064.
1178.
1264.
1301.
1356.
1382.
1392.
1474.

6166 1382
6488 1392

6759 1474.

M (cal c)

1 [Honp sapi ens]
inerror tolerant search

Delta Mss Score
5240 -0.0398 0 47

5138 -0.0496 0 35
5931 -0.0537 0 53
6299 -0.0660 0 39
7078 -0.0881 0 61
6885 -0.1286 0 42
.6830 -0.0664 0 69
. 7249 -0.0761 1 20
7780 -0.1021 0 67

Proteins matching the sane set of peptides:

Expect Rank Uni que

0.014 1
0.21

0. 0036
0.071
0. 00051
0.036
7.5e-05
7.2

0. 00013

PR R RRRREPR

Pept i de

K. I EI SELNR. V

K. AQYEDI AK. S

K. YEELQ TAGR H
R TNAENEFVTI K. K
R SLDLDSI | AEVK. A
K. LNDLEDALQQAK. E
K. SLNNQFASFI DK. V
R. TNAENEFVTI KK. D
R FLEQQNQVLQTK. W

AAA1947. 1 Mass: 66027 Score: 196 Mat ches: 9(6) Sequences: 9(6)
keratin 1 [Hono sapi ens]
AFA52002. 1 Mass: 66013 Score: 196 Mat ches: 9(6) Sequences: 9(6)
keratin 1 [Honmp sapi ens]
AFA52003. 1 Mass: 66029 Score: 196 Mat ches: 9(6) Sequences: 9(6)
keratin 1 [Honmo sapi ens]
AFA52004. 1 Mass: 65930 Score: 196 Mat ches: 9(6) Sequences: 9(6)
keratin 1 [Hono sapi ens]
AFA52005. 1 Mass: 66086 Score: 196 Mat ches: 9(6) Sequences: 9(6)
keratin 1 [Hono sapi ens]
AFA52007. 1 Mass: 66071 Score: 196 Mat ches: 9(6) Sequences: 9(6)
keratin 1 [Honmp sapi ens]
3. AFA52006. 1 Mass: 66026 Score: 188 Mat ches: 9(6) Sequences: 9(6) enPAl: 0.38
keratin 1 [Honmp sapi ens]

[] Check to include this hit in error tolerant search

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Unique Peptide
244 487.2494 972. 4842 972.5240 -0.0398 0 47 0.014 1 K. I EI SELNR. V
272 533.2394 1064.4642 1064.5138 -0.0496 0 35 0.21 1 K. AQYEDI AQK. S
292 590.2770 1178.5394 1178.5931 -0.0537 0 53 0. 0036 1 K. YEELQ TAGR H
334 633.2892 1264.5639 1264.6299 -0.0660 0 39 0.071 1 R TNAENEFVTI K. K
v} 362 665.3103 1328.6060 1328.7187 -0.1127 0 42 0.038 1 R NLDLDSI | AEVK. A
370 679.2872 1356.5599 1356.6885 -0.1286 0 42 0. 036 1 K. LNDLEDALQQAK. E
372 692.3156 1382.6166 1382.6830 -0.0664 0 69 7.5e-05 1 K. SLNNQFASFI DK. V
376 465.2235 1392.6488 1392.7249 -0.0761 1 20 7.2 1 R TNAENEFVTI KK. D
383 738.3452 1474.6759 1474.7780 -0.1021 0 67 0.00013 1 R FLEQQNQVLQTK. W
4. AAG24951. 1 Mass: 12493 Score: 153 Mat ches: 3(3) Sequences: 2(2) enPAl: 1.24
hypot hetical protein, partial [Honp sapiens]

[ Check to include this hit

Query Observed
418 868. 4369
419 876.4309
458 689. 3106

M (expt)
8592 1734.
8472 1750.
2064.9098 2065. 0215

1734.
1750.

M (cal c)

in error tolerant search

Delta Mss Score
9590 -0.0998 0 (66)
9539 -0.1067 O 70
-0.1117 1 72

Expect Rank Uni que

0. 00015 1
5. 7e-05 1
2. 4e-05 1

Pepti de

R LGSI AEI DLGVPPPVIK. T
R LGS| AEI DLGVPPPVMK. T + Oxi dation (M
K. EFLI SLDDSVDETEAVKR Y

5. NP_005546. 2
keratin, type |

Mass:

| cytoskel etal

60030

Score: 68
6B [ Homp sapi ens]

Mat ches: 3(2)

[] Check to include this hit in error tolerant search

Query Observed
292 590. 2770
M 304 408.2798

M (expt)
1178.
1221.

M (cal c)
5394 1178.5931
8177 1221.6241

Delta Mss Score
-0. 0537 0 53
0. 1936 0 1

Sequences: 3(2)

Expect Rank Uni que

0. 0036 1
2.4e+02 1

enPAl: 0.13

Pept i de
K. YEELQ TAGR H
R TAAENEFVTLK. K
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362 665.3103 1328.6060 1328.7187 -0.1127 0 42 0.038 1 R NLDLDSI | AEVK. A

Proteins matching the sane set of peptides:

EAV®6626. 1 Mass: 59874 Score: 68 Mat ches: 3(2) Sequences: 3(2)
keratin 6B, isoform CRA a [Honp sapi ens]
EAWD6627. 1 Mass: 60003 Score: 68 Mat ches: 3(2) Sequences: 3(2)

keratin 6B, isoform CRA b [Honmp sapiens]

6. NP_000412. 3 Mass: 58766 Score: 52 Mat ches: 4(1) Sequences: 4(1) enPAl: 0.06
keratin, type | cytoskeletal 10 [Honp sapiens]
[] Check to include this hit in error tolerant search

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Unique Peptide

M 100 405.1893 808.3640 808.4330 -0.0691 O 24 1.6 1 R LASYLDK. V
261 516.2738 1030.5331 1030.5910 -0.0579 O 31 0.57 1 U R VLDELTLTK. A
v} 279 555.2150 1108.4154 1108.4825 -0.0672 0 20 4.8 1 U K. DAEAWFNEK. S
371 691.2891 1380.5636 1380.6408 -0.0773 0 52 0.0033 1 u R. ALEESNYELEGK. |
Proteins matching the same set of peptides:
P13645. 6 Mass: 58792 Score: 52 Mat ches: 4(1) Sequences: 4(1)
RecNane: Ful | =Keratin, type | cytoskeletal 10; AltName: Ful | =Cytokeratin-10; Short=CK-10; AltName: Ful|=Keratin-10; Short=K10
CAA32649. 1 Mass: 59492 Score: 52 Mat ches: 4(1) Sequences: 4(1)
unnamed protein product [Honp sapi ens]
AAH34697. 1 Mass: 58792 Score: 52 Mat ches: 4(1) Sequences: 4(1)
Keratin 10 [Honp sapi ens]
EAWS0681. 1 Mass: 63308 Score: 52 Mat ches: 4(1) Sequences: 4(1)
keratin 10 (epidernolytic hyperkeratosis; keratosis palmaris et plantaris), isoform CRA b [Honp sapiens]
XP_005257400. 1 Mass: 63308 Score: 52 Mat ches: 4(1) Sequences: 4(1)

keratin, type | cytoskeletal 10 isoform X1 [Honp sapi ens]

7. AACA1769. 1 Mass: 60163 Score: 42 Mat ches: 3(1) Sequences: 3(1) enPAl: 0.06
keratin type Il [Honp sapiens]
[] Check to include this hit in error tolerant search

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Unique Peptide
304 408.2798 1221.8177 1221.6241 0. 1936 0 1 2.4e+02 1 R. TAAENEFVTLK. K
362 665.3103 1328.6060 1328.7187 -0.1127 0 42 0.038 1 R NLDLDSI | AEVK. A
431 609.3041 1824.8906 1824.8901 0.0005 1 1 4.5e+02 9 U R. | S| GGGSCAI SGGYGSRAR. A + Car bani donet hyl (C)

Proteins matching the sane set of peptides:

AAC4A1770. 1 Mass: 60186 Score: 42 Mat ches: 3(1) Sequences: 3(1)
keratin type Il [Honp sapiens]
8. EAVB1347. 1 Mass: 9756 Score: 18 Mat ches: 1(0) Sequences: 1(0)

hCG2040808, partial [Homo sapiens]
[ Check to include this hit in error tolerant search

Query (Observed M (expt) M (cal c) Delta Mss Score Expect Rank Unique Peptide
M 394 522.2629 1563.7669 1563.7464 0.0205 0 18 7.2 1 U K. SLQGHCHSGLGPTLT. - + Car bami donet hyl (C)

Peptide matches not assigned to protein hits: (no details means no match)

Query (Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que Peptide

146 421.7460 841.4774 841.5022 -0.0248 0 27 1 1 G TLSVRP

M 271 530.7543 1059.4941 1059.5560 -0.0619 0 24 2.7 1 TLLDI DNTR

290 580.7433 1159.4721 1159.6601 -0.1880 0 20 8.2 1 LSFALSGPAL&K

M 145 421.7419 841. 4693 841.5022 -0.0328 0 19 6.8 1 G TLSVRP

M 247 493.2748 984. 5350 984. 4586 0.0764 0 18 9.8 1 MVPSDPPDK

266 523.2493 1044.4841 1044.6583 -0.1742 0 16 16 1 LLTTFLPI K

M 149 423.1886 844. 3626 844.5018 -0.1392 1 16 21 1 TALGEVKK

267 523.2525 1044.4905 1044.5564 -0.0658 0 16 16 1 LSSDGLQVAR

M 172 428.7461 855. 4777 855. 5429 -0.0652 0 16 14 1 LVLSSLPK

M 249 495.2465 988. 4785 988. 5566 -0.0781 1 14 26 1 RNGAPHLPK

269 523.2615 1044.5084 1044.5564 -0.0480 0 14 29 1 LSSDGLQVAR

M 263 517.2431 1032.4717 1032.5703 -0.0985 0 13 33 1 LTLEELSTK

208 445. 1000 888. 1854 888.3760 -0.1905 0 13 1.8 1 DGAPGAMDR

M 155 425.1461 848. 2777 848.4313 -0.1536 0 12 35 1 EM EALK + Oxidation (M
M 268 523.2553 1044.4961 1044.5564 -0.0603 0 12 43 1 LSSDGLQVAR

470 747.0026 2237.9860 2238.0328 -0.0468 0 12 27 1 GLEYVSGA SSDGGSTFYADSVK
M 119 412.7301 823. 4457 823. 4487 -0.0030 1 12 28 1 VPRCPPR

328 419.3000 1254.8782 1254.7044 0.1738 1 12 13 1 GAQTAAATAPRI K

M 130 416.2039 830. 3933 830. 4610 -0.0677 1 12 48 1 AQSI ERK

M 284 564.7599 1127.5052 1127.5683 -0.0631 1 11 49 1 EAGERRPGEK

188 435.7521 869. 4897 869.4971 -0.0074 0 11 39 1 VVDVSVPR

M 163 427.1737 852. 3328 852.4271 -0.0943 0 11 37 1 LAl MWK + Oxidation (M
219 450. 2544 898. 4943 898. 5236 -0.0293 0 11 50 1 AGSPLVSLR

M 134 419.2806 836. 5466 836. 3884 0. 1581 0 10 38 1 DMLMGVR + Oxidation (M
M 307 408.2913 1221.8521 1221.7193 0.1327 1 10 15 1 LNPKTI NPGLR

218 450.2391 898. 4636 898.5236 -0.0600 0 10 59 1 AGSPLVSLR

M 254 502.7810 1003.5474 1003.5233 0. 0241 1 10 80 1 CQLQKATR + Car bam doret hyl (O
306 408.2855 1221.8347 1221.7193 0.1154 1 10 23 1 LNPKTI NPGLR

M 195 439.2211 876. 4277 876.4626 -0.0349 0 10 76 1 DI MELLK + Oxidation (M
M 150 423.2116 844. 4087 844.4403 -0.0316 1 10 94 1 EEARGGVK



Peptide Summary Report (D:\JPROS\LO15\a_4micro.wiff (sample number 1))
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190
165
253
427
175
234
403
171
113
199
%
104
174
276
167
159
107
278
108
380

94
296
158
109
124
421
358
329
138
169
204
114
222
250
398
164
154
123
221
305
473
367
191
192

85
180
224
461
209
285
233
211
166
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429
177
431
187
326
212
476
426
140
132
176
139
137
161
301
223
245
486
335
412
422
231
210
327
136
469
194
186
302
117

428
480.
437.
427.
500.
897.
429.
474.
550.
428.
411.
441
421
406.
429.
546.
4217.
425.
. 2856
555.
408.
483.
401.
400.
425.
408.
415.
883.
440.
419.
419.
428.
442.
411.
458.
498.
401.
4217.
425.
414.
451.
. 2835
756.
445.
437.
437.
631.
432.
459.
529.
445.
568.
472.
445.
4217.
425.
451.
431.
609.
435.
419.
449.
767.
448.
419.
419.
431.
419.
419.
425.
405.
459.
487.
927.
423.
419.
443.
471
445.
419.
419.
742.
439.
435.
608.
412.

7396
7710
2000
2247
3288
8497
2212
1797
2955
7419
1292
2603
2144
2290
1625
8167
2653
3156

2000
2871
2459
3000
5620
3077
2951
1220
8395
9261
3027
2916
2105
2629
1480
7632
3173
1443
2087
1353
7390
2561

0074
2000
2312
2326
2000
2476
2559
2424
1000
2708
2711
2000
2397
2077
2249
1000
3041
7502
2862
2231
0351
0293
2973
1440
1000
2931
2896
7532
3000
2452
3336
1553
1000
9900
2006
2845
1000
3000
2876
3438
1855
7428
2000
3000

855.
959.
872.
852.
998
1793.
856.
946
1647.
855.
820.
880.
840.
810.
856.
1091.
852.
848.
814.
1108.
814.
1446.
800.
1198.
848.
814.
828.
1765.
1319.
1254
836.
854.
882.
820.
915.
994.
1600.
852.
848.
827.
900.
1221.
2265
1332.
872.
872.
630.
862.
916.
2112.
888.
1134.
942.
888.
852.
1272.
1800.
860.
1824.
869.
1254
896.
2298
1788.
836.
836.
860.
836.
836.
849.
1212.
916.
972.
2778
1266.
1675.
1768.
940.
888.
1254
836.
2224.
876.
869.
. 3854
822.

1214

4646
5274
3854
4348
6431
6849
4278
3448
8647
4692
2439
5061
4143
4435
3105
6188
5160
6167
5566
3854
5596
7158
5854
6643
6009
5757
2294
6645
7564
8863
5687
4065
5113
2815
5118
6201
5481
4029
2561
4635
4976
8287
0005
5782
4479
4507
1927
4806
4972
9404
1854
5270
5276
3854
4649
6013
8705
1854
8906
4858
8367
4317
0834
0882
5801
2734
1854
5716
5646
4918
8782
4758
6527
4440
2782
9308
7735
5544
1854
8782
5606
0095
3565
4710

5854

855.
959.
872.
852.
998
1793.
856.
946
1647.
855.
820.
880.
840.
810.
856.
1091.
852.
848.
814.
1108.
814.
1446.
800.
1198.
848.
814.
828.
1765.
1319.
1254
836.
854.
882.
820.
915.
994.
1600.
852.
848.
827.
900.
1221.
2265
1332.
872.
872.
630.
862.
916.
2113
888.
1134.
942.
888.
852.
1272.
1800.
860.
1824.
869.
1254
896.
2298
1787.
836.
836.
860.
836.
836.
849.
1212.
916.
972.
2778
1266.
1675.
1768.
940.
888.
1254
836.
2224.
876.
869.
. 5682
822.

1214

4199
4495
4868
3721
4781
8028
5746
4720
7241
4199
4416
4290
5797
4123
4766
5144
3470
4174
4912
5513
4912
6885
4432
6458
4174
4912
4051
8379
6512
7044
5120
4320
5763
4304
5463
4760
6392
4011
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| SQEHSR

CTDGLAPQR

GLGNPFLR

| EADMWK + Oxidation (M
EPAGASSPAGR

TGTTGQSGAESGTTEPSAR

SKAWI LK

GSANSSPSLK

MWNCTLQVI CSSFR + Oxi dation (M

| SQEHSR

QPARHGR

ESPGAPLPN

AAKWI LK

TYSI AEK

NELAALAR

CTYCSKLFK

M.DMGDR + Oxi dation (M

CRGDLTK + Car bam doret hyl (C)
ATVTKAPK

EPVWGASVHGAS

ATVTKAPK

VRVGMDTHSSTNK + Oxi dation (M
LAEPFPK

KLTGGANVWQPK

CRGDLTK + Car bami donet hyl (O
ATVTKAPK

MFLSTSK + Oxidation (M
SLSVFRSMWSGELK + 2 Oxi dation (M
MAMEMRLPVAR + Oxi dation (M
GAQTAAATAPRI K

APLQPLAK

I MBVYSR

| LLVGGRR

ARQGSFR

KMLLTTPL

EPQAVFYAA

SQGEDCVMVRGSGR + Car bani donet hyl (C); 2 Oxidation
| TMITDR + Oxi dation (M

CQGDTI R + Car bani donet hyl ( Q)
ASGVTHTR

GPGAI MLSR

TALSEKLMGTR + Oxi dation (M
LADQVRMLNFPQAFDLLK

SGESEGGLWKQR

KELEGGLK

EPTRTAAK

AAALGTK

MGGCPVRK + Oxi dation (M
EDWKAI R

CTHLTNFAI LMQWPLEK + Car bani donet hyl ( C)
DGAPGAMDR

ECNDMVAHK + Car bami donet hyl (C)
RGLTMLPR

TORAEER

M.DMGDR + Oxi dation (M
SGGGWQTGRSLR

HVHTGERPHACGVCGK + 2 Car bami donet hyl (C)
NMWPEGK

EQPVQCDEMDCTSQR + Car bani donet hyl (C)
VVKFLHK

SLVLDGPAALDGK

QQPPSCGKR

MDLLGWWDELHMLGDSHR + 2 Oxidation (M
MYPATAVPQ NI TI LK + Oxi dation (M
APQPWAR

DMLMGVR + Oxidation (M

CCPPPCK + 2 Car bami doret hyl (C)
APQPWAR

APQPWAR

TQVAEVR + Oxidation (M

KPALI SAVMQR

KSAACGQPR

MGWMKHLPK + 2 Oxi dation (M
ELPAVNLKVI LLGHWLLTTCFWR + Car bani donet hyl (C)
MEPDDSDSEDK

VLALI GSAVTLVMBMR + Oxi dation (M
SEEVRPNI AEI EDI R

ENDEFCK + Car bam doret hyl (C)
MCDNCCK + Car bani donet hyl (C); Oxidation (M
GAQTAAATAPRI K

APQPWAR

MM TSQDVLHSWAPPTLGLK

TTATATPSK

VHLSSEAK

TYYCYVYKL

FSI DSVR
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VDEARDNACNDMEK + 2 Oxi dation (M
QVLFLPVARR

VPSPPDEHQEAENAVSSGK

CFDSMSR

SPPPSLGSLPPTHPFW/GG

RPGRGCR

APQPWAR

RPGRVRPHAR

EGKQLVR

EAGTPPPI PSR

ATVTKAPK

RGQOSTYEG

HVDI SVR

THSGEKPWCGECGR + Car bam dormet hyl (C); Oxidation |
CAGPPGR

SASETTRVMR + Oxi dation (M
MGRTAFLTWVK

GLMEQSWIKSAK + Oxi dation (M
ACGLCARAR + Car bani donet hyl (C)
CQGDTI R + Car bani donet hyl ( Q)
QDGPGLSR

APRMECMWK + 2 Oxidation (M

YEG EFI

VHTI LLPQPPE

KEAVTFD

AMAI ADALGKNPQTVLVMR + Oxi dati on (M
QEAI YEMSRGEQDLI EDLK + Oxi dation (M
CGLHHCR

QSI TYCGVTGTR

TFSSYAMGWR + Oxi dation (M

MM TSQDVLHSWAVPTPGLK

CAELMVR + Oxidation (M

CGYAVADAQVI R + Car bami doret hyl (C)
MLESSFTFQCANWAR + Oxi dation (M
AMGWPR + Oxi dation (M

FI LRFAI CSR

NGDSQKI CLSLSPLSS + Car bani donmet hyl (C)
RPGRVRPHAR

CPPGRTGEDCEADCPEGR
CPHCDYAGTQSGSLKYHLQR

KPPSHW TMRVALLCEK + Car bami donet hyl (C)
KDDNG GTAI DFVLSNAR

KNYASVK

AELEEKK

CQWVGEDELMG + Car bani donethyl (C); 2 Oxidation (M
NVTKEYK

NAFGFTALMKAAMQGR + Oxi dation (M
HCI KEI QSEI NK

CSHQVEASGT + Car bam doret hyl (C)

| FLPPPPG RK

MMWDLK + Oxidation (M

NETNHSR

MGNAGSMDSQQTDFR + Oxi dation (M
GFHNNNI K

LAPGKGLQW/AVI SYDGR

CPAVCTCTK + 2 Car bami donet hyl (C)
APDGYNVSRLNK

GDTCQSGVDSAMK + Oxi dation (M
RALELHLN

AVTI LEM K

CMYPGGQDYAGFPGCGLLR + Oxi dation (M
CWCGGDGSGCSK + 2 Car bani donet hyl (C); Oxidation |
| TWPNRNAI MLAI AFGLATAHK + Oxi dation (M
ARVVHCTVK + Car bani donet hyl (C)
DDATAFNK

MGALLCDHR + Oxi dation (M

ECSVQKR

SCVFAGGTK

MAGVKCR + Car bami donmet hyl (C); Oxidation (M
LVSLSACGRTAR

LDFKSLAVEPSMMLLENVK + Oxi dation (M
CKPAVSR + Car bami donet hyl (O
VADHRVK

YCPAVHTSK

APAPEQRHGPAGLPEDPVR

TLPHCHR

TYVMIM'WVRQTPGK + Oxi dati on (M
YLGPQSEGQVLKEATYI NK

CGYFDEEMNR + Car bani donet hyl (C)
YGLPI QVRDAGLSFK

GDI PTSGPAFSTVI RGTPCPSVGLSFLTCTVGK
APSPQ PRR

SPPPSLGSLPPTHPFWGG
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1000
2190
2072
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1217
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0927
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1672
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1927
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3783
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1927
3962
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4927
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5927
1927
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5781
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3000
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1522
1835
3545
1259
3000
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2551
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4000
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861.
864.
864.
865.
868.
877.
880.
880.
880.
880.
882.
896.
898.
898.
900.
917.
920.
932.
952.
952.
956.
960.
965.
966.
968.
986.
996.
996.
1008.
1012.
1024.
1032.
1053.
1072.
1096.
1108.
1134.
1141
1143.
1160.
1180.
1196.
1206.
1206.
1218.
1224.
1228.
1231.
1235.
1237.
1241
1242.
1242.
1243.
1246.
1254
1256.
1258.
1260.

7927
4638
1642
5854
5854
5854
5854
9955
5854
7394
5155
2899
3524
6945
2372
5854
5854
0895
2812
5854
4457
4957
5173
1669
7854
7193
1547
2963
6195
1878
6505
3655
2266
4924
5589
9854
5302
4378
4374
4510
4830
5131
6946
4095
4894
5032
7854
4663
2538
9854
9854
5379
3854
5132
8375
8369
7854
7854
3854
2414
5854
6087
5472
0241
1854
9102
5565
9854
8782
8782
8782
3854
9024
1854
1812
0390
1851
8782
8782
0842
1469
4092
9177
3854
3854

896. 4426

-0.0048

0
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Peptide Summary Report (D:\JPROS\LO15\a_4micro.wiff (sample number 1))
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333
338
339
340
342
343
344
345
346
347
348
350
351
354
355
363
364
365
373
375
378
381
384
385
387
388
389
390
391
392
393
395
399
400
401
402
404
405
406
410
411
ﬁ
ﬁ
416
420
423
424
425
428
430
432
433
434
435
436
437
438
439
m
ﬁ
ﬁ
ﬁ
@
453
454
456
460
464
465
467
468
477
478
479
480
482
483
484
488

421.
425.
426.
639.
428.
428.
428.
428.
428.
428.
429.
431.
431.
438.
657.
445.
445.
445.
463.
465.
479.
484.
499.
500.
761.
509.
511.
513.
517.
519.
521.
522.
537.
403.
545.
549.
415.
554.
554.
419.
419.
570.
571.
572.
440.
445.
445.
446.
599.
608.
611.
613.
616.
463.
463.
465.
628.
628.
630.
639.
481.
486.
657.
660.
499.
502.
519.
535.
736.
554.
554.
577.
581.
776.
599.
610.
815.
615.
835.

7428
7630
4000
7759
7361
7407
7458
7460
7490
7511
1000
1000
1000
2396
5000
1000
1000
1000
1052
0295
4000
5000
2000
0444
7137
4000
2000
4000
4000
1129
0984
4491
1148
6067
7497
3000
3984
1339
1577
1431
1465
3149
5216
6000
9249
0782
0965
9650
5000
2000
1482
2000
6000
1169
2705
0274
1492
1583
2000
4423
2512
0649
5000
8000
2513
0730
1317
2628
4784
1430
1532
2670
2768
1791
3367
1391
1435
3020
1485

1262.
1274.
1276.
1277.
1283.
1283.
1283.
1283.
1283.
1283.
1284

1290.
1290.
1311

1312.
1332.
1332.
1332.
1386.
1392.
1435.
1450.
1494

1497.
1521

1525.
1530.
1537.
1549.
1554.
1560.
1564.
1608.
1610.
1634.
1644.
1657.
1659.
1659.
1672.
1672.
1707.
1711.
1714

1759.
1776.
1776.
1783.
1795.
1821

1830.
1836.
1846.
1848.
1849.
1856.
1881

1881

1887.
1915.
1920.
1940.
1969.
1979.
1992.
2004

2072.
2137.
2206

2212.
2212.
2305

2321

2325

2393

2436

2442.
2457.
3336.

2067
2672
1782
5373
1866
2004
2156
2162
2252
2315
2782
2782
2782
6968
9854
2782
2782
2782
2937
0666
1782
4782
5782
1114
4129
1782
5782
1782
1782
3167
2734
3254
3225
3978
2272
8782
5647
3800
4512
5434
5569
9229
5430
7782
6705
2837
3570
8309
4782
5782
4227
5782
7782
4385
0531
0806
4257
4531
5782
3050
9757
2307
4782
3782
9760
2629
4978
0220
4134
5428
5836
0390
0781
5155
3176
5272
4087
1789
5650
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Peptide Summary Report (D:\JPROS\LO15\a_4micro.wiff (sample number 1))

Variabl e nodifications :
Mass val ues :
Protein Mass :
Peptide Mass Tol erance :
Fragment Mass Tol erance:
Max M ssed O eavages

I nstrunent type

Nurmber of queries

Car bam donet hyl (C), Oidation (M
Monoi sot opi ¢

Unrestricted

+ 0.2 Da

+ 0.2 Da

1

Def aul t

488
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Mascot: http://www.matrixscience.com/




